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DESCRIPTION

Plants shape earth landscape, are the basis of trophic chains and sustain animal life. As photo-
autotrophic organisms, plants developed diverse and highly efficient strategies to adapt to
environmental light conditions. Due to their importance for autotrophy, light signalling pathways
play a central role in the control of plant growth and adaptation to the environment. The activity
of the repressor proteins in this pathway has a direct consequence in plant growth and biomass
production and are considered central paths where other stress signalling and adaptative
pathways converge. We aim to understand how repressors of light signalling associate together
in the nuclear space and how their activity is regulated. The molecular dynamics of these
complexes is essential for the recognition of the transcription factors to be ubiquitinated and
further degraded. We seek to deepen into the knowledge of light signalling pathways, integrating
molecular biology, biochemical, genetics and genomics tools.
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