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Our project is very appropriate to integrate a PhD student and offers excellent possibilities for 

her/his formation. She/he will be in charge of the functional characterization of U6.3, U6.5 and 

U6.26 snRNAs in Arabidopsis, as well as the identification and characterization of proteins 

specifically associated with these U6 snRNAs under abiotic stress conditions. Considering our 

preliminary results and the materials we are already generating, the reliability, interest and 

relevance of this working plan, ensure an excellent and consistent work of thesis. The wide range 

of experimental approaches required to achieve the proposed working plan, from very basic 

standard genetic and molecular biology techniques to cutting-edge technologies, will provide 

the student with a very complete methodological training. In addition, our Centre, the CIB 

Margarita Salas, is a multidisciplinary institute for biological research where PhD students have 

access to state-of-the-art technologies and a rich scientific international environment. In this 

environment, students can establish fruitful collaborations/discussions with groups working in 

many different disciplines and experimental systems, and are exposed to the best and timely 

international research on biology through the excellent seminars that are day-to-day organized. 

All these characteristics, along with its excellent location on the campus of the Universidad 

Complutense in Madrid (UCM), surrounded by the Faculties of Biology, Chemistry, Pharmacy 

and Medicine, as well as the Schools of Forestry and Agronomy, make the CIB Margarita Salas 

ideal for early-stage researchers starting their scientific careers.  

The formation plan of the Ph.D. student will include her/his enrollment in the UCM’s Ph.D. 

programme entitled “Bioquímica, Biología Molecular y Biomedicina” which is accredited to 

deliver a European Doctorate Certificate and received a “Mención hacia la Excelencia” by the 

Ministerio de Educación of Spain. The student will benefit from common activities provided by 

the Program, including the mentoring and follow-up of their progress by a Committee 

independent of her/his PhD supervisor. The Ph.D. student will be directly supervised by the PIs 

of the project in all scientific aspects of his Ph.D. research. In addition, she/he will interact and 

collaborate with the other members of the lab to develop her/his project, and will participate in 

the lab meetings in which research from our group is discussed. Like all students in the CIB, 

she/he will participate in different Seminar Programs and Workshops where they must present 

their results to different audiences in English. Ph.D. students in our group are also scheduled to 

present their work at national and international congresses in the area of Plant Physiology and 

Molecular Biology. These activities will allow the student to learn writing and presenting their 

work in public, getting used to defend it from external criticisms and comments. Last, she/he 

will benefit from our contacts with companies to interact with the private sector, as well as from 
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our international collaborations and from the FPI Program provisions to realize various short-

term stays in labs abroad. 
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